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Figure S1. 13Cα dispersion profiles for all residues with significant chemical exchange in an Abp1p SH3 domain that interconverts between free and Ark1p peptide bound forms (≈5% bound Ark1p peptide is present). The SH3 domain was produced with [2-13C]-glycerol as the sole carbon source. Red (blue) symbols denote data points recorded at 14.1 (18.8) T, 25°C, and the solid lines are a global fit to the data, assuming a model of two-site chemical exchange.
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Figure S2. 13Cα dispersion profiles for all residues with significant chemical exchange in an Abp1p SH3 domain that interconverts between free and Ark1p peptide bound forms (≈90% bound Ark1p peptide is present). The SH3 domain was produced with [2-13C]-glycerol as the sole carbon source. Red (blue) symbols denote data points recorded at 14.1 (18.8) T, 25°C, and the solid lines are a global fit to the data, assuming a model of two-site chemical exchange.

image4.jpg
R, e /5)

R, e /5)

R, et (/9)

40

35

30

25

20

200

37

400

Vepme (

600
Hz)

800

1000

50

45

40

35

30

25

20

200

400

vCPMG (

600
Hz)

800

1000

R, e (/9)

R, e (/)

50
40

35

30

25

20

o

200 400 600 800 1000

Verms (H2)

52
40
35
30
25
20
15

10

o

200 400 600 800 1000

Verms (H2)




image1.jpg
13CA.dat 14CA.dat

0 200 400 600 800 1000 0 200 400 600 800 1000
Vepme (H2) Vermg (H2)
15CA.dat 16CA.dat
20
18
g 6
=
&
< %o
12
10
0 200 400 600 800 1000 0 200 400 600 800 1000
Vepme (H2) Vepms (H2)
17CA.dat 20CA.dat
30
25
w w
> >
% 20 5
o~ o~
P o
15
10
0 200 400 600 800 1000 0 200 400 600 800 1000
Vepme (H2) Vepmg (H2)
30CA.dat 34CA.dat
30
25
Ry
% 20
o~
o
15
10
0 200 400 600 800 1000 0 200 400 600 800 1000
Vepmg (H2) Vepmg (H2)




image2.jpg
R, e /5)

R, e /5)

R, e (/5)

30

25

20

15

10

200

36CA.dat

I

400 600 800 1000

Vepme (H2)

50CA.dat

30

25

20

15

10

200

200

400 600 800 1000
Vepme (H2)

52CA.dat
400 600 800 1000
Vepmg (H2)

R, e /5)

R, e /5)

R, e /5)

37CA.dat
30
25
20
15
10
0 200 400 600 800 1000
Vepmg (H2)
51CA.dat
30
25
15
10
0 200 400 600 800 1000
Verme (H2)
53CA.dat
30
25
20
15
10
0 200 400 600 800 1000

Vermg (H2)




image3.jpg
14
80

70 5
60

50

40
30 nh--

20
0 200 400 600 800 1000

R, e (/9)

Ry et (/9)

0 200 400 600 800 1000
Verms (H2)
20
25
24
g 23
=
&
o 22
21
20
0 200 400 600 800 1000
Vepme (H2)
34
60
50
@
Y
% 30
o~
o
20
10
0
0 200 400 600 800 1000
Vepmg (H2)

15
25

24
23
22

21

Ry et /9)

20

' .'I'--—_
i 28

0 200 400 600 800 1000
(Hz)

Verma

Ry e /)

0 200 400 600 800 1000

vCPMG (HZ)

Ry et (/)

0 200 400 600 800 1000

Verme (HD

36
50
45
40

35

Ry et (/)

30
25

20
0 200 400 600 800 1000

Vepmg (H2)




