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Table S1.  values extracted from fits of 13C methyl CEST profiles

	Methyl Site
	
 (ppm)
	[bookmark: _GoBack]Uncertainty (ppm)

	L3-1
	-0.336
	0.007

	L3-2
	-0.787
	0.004

	L7-1
	-0.474
	0.004

	L7-2
	1.514
	0.002

	L18-1
	-0.290
	0.005

	L18-2
	-1.703
	0.002

	I28-1
	2.383
	0.003

	L29-1
	-0.812
	0.004

	L29-2
	1.100
	0.003

	L42-1
	-0.178
	0.007

	L42-2
	-0.596
	0.006

	I50-1
	-0.872
	0.004

	V55-1
	-0.409
	0.006

	V55-2
	2.110
	0.004

	V58-1
	-0.335
	0.011

	V58-2
	-1.189
	0.006

	L61-1
	0.036
	0.010

	L61-2
	0.020
	0.010
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