Supplementary information for Finerty, et al.; NMR Dynamics of the pY 1021 peptide

>N & values for the pY 1021 peptide bound to the PLCC SH2 domain

LS2 (1. =6.6n9)
s

Residue ds’ Te (PS) dte Rex (S7) dRex
D3 0.66 0.007 53 4 0 0
pY4 0.79 0.016 45 8 0.4 0.2
15 0.76 0.018 0 0 3.9 0.5
16 0.71 0.020 30 8 2.8 0.3
L8 0.70 0.004 79 4 0 0
D10 0.65 0.004 106 3 0 0
K12 0.39 0.005 55 1 0 0

’H S s vaues for the pY 1021 peptide bound to the PLCC SH2 domain

LS2 (1. =6.6n9)

Methy! ds’ Te (p9) dte
1501 0.35 0.015 20 1
I5y2 * 0.81 0.032 108 7
1601 0.27 0.013 29 1
16y2 0.61 0.015 37 2
L8561 0.21 0.012 50 2
L8662 0.22 0.005 45 0

* Only theR?(D,) and R®(D,) rates were used to calculate & and 1. for the 15y2 methyl group.




