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Academic Degrees

1988 PhD in Molecular Biophysics, Yale University, New Haven, Connecticut, USA.
Supervisor: Dr. J.H. Prestegard; Thesis: “NMR Methods for Studying Motional and
Structural Properties of Molecules in Solution”

1983 BSc in Biochemistry (first class honours), University of Alberta, Edmonton, Alberta,
Canada

Employment

1995 - Professor of Molecular Genetics (previously Medical Genetics), Biochemistry and
Chemistry, University of Toronto, Toronto, Ontario, Canada
Phone: 416-978-0741, Fax: 416-978-8548, E-mail: kay@pound.med.utoronto.ca

1992 - 1995  Assistant Professor of Molecular Genetics (previously Medical Genetics),
Biochemistry and Chemistry, University of Toronto, Toronto, Ontario, Canada

1988 - 1991  Alberta Heritage and Medical Research Council of Canada Post-Doctoral Fellow,
Laboratory of Dr. Adrian Bax, Laboratory of Chemical Physics, National
Institutes of Health, Bethesda, Maryland, USA



Endowed Lectures (plenary lectures not listed here)

Birss Lecturer, Department of Chemistry, University of Alberta, Edmonton, October 1999.
NIH Director's Wednesday Afternoon Lecture Series, May, 2006.

Wilbur Cross Medal Lecture, Yale University, Oct, 2006.

The Gitte Vold Memorial Lecture, University of California, San Diego, March 2007.
Proctor and Gamble Lecture, Department of Chemistry, UMass Ambherst, October 2007
Hartek Lecturer, Department of Chemistry, RPI, October 2007

McDowell Lecture, Department of Chemistry, UBC, October 2009.

Colter Lecture, Department of Biochemistry, University of Alberta, Fall 2011.

Aline U. and James M. Orten Memorial Lecturer, Department of Biochemistry and Molecular
Biology, Wayne State University, April 2012.

Sackler Lecturer, Tel Aviv University, 2013-2014.

Sir Rex Richards Lecture, Dept of Chemistry, Oxford, April 2016.

National Lecturer, Biophysical Society of Canada, Winnipeg, Manitoba, June, 2016.
2016 Distinguished Lecturer, Scripps Research Institute, La Jolla, CA, Sept. 2016.

Peng Memorial Lecture, Biophysics, University of Connecticut Health Center, Oct. 2016.
Robert Olson Lecture, Washington University & University of St. Louis, Dec, 2017.
2018 Lemieux Lecture, Dept. of Chemistry, University of Ottawa, May 2018.

Krimm Lecture, Dept. of Biophysics, University of Michigan, April 2019.

John T. Edsall Lecture, Molecular and Cellular Biology, Harvard University, May 2019.
2019 Garner King Lecture, Faculty of Medicine, University of Alberta, June 2019.
Maude Menten Lecture, Western University, October 2019. (Postponed)

Silvestri Lecture, Villanova, December 2020.

Nordin Lecture, U. Mass, Amherst, May 2023.
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2006

Akutsu Prize, Korean Magnetic Resonance Society, Seoul, Korea
Honorary Doctorate of Science, University of Ottawa

Ranked #2 in biophysics category of 2020 Stanford List of the world’s top
scientists

Elected International Member of the National Academy of Sciences, USA
Honorary Doctorate of Science, University of British Columbia
Nakanishi Prize, American Chemical Society

Gerhard Herzberg Canada Gold Medal for Science and Engineering
Protein Society Christian B Anfinson Award

Canada Gairdner Foundation International Award

Fellow of the Biophysical Society Award

Appointed Officer of the Order of Canada

Fellow of the Biophysical Society of Canada

E. W.R. Steacie Award, Canadian Society for Chemistry
University Professor, University of Toronto

Khorana Prize, Royal Society of Chemistry, UK

Election to the Royal Society of London

Distinguished Alumni Award, University of Alberta

Premier’s Discovery Award, Province of Ontario

Elected as one of the initial fellows of the International Society of
Magnetic Resonance

Dales Prize, Faculty of Medicine, University of Toronto

Election to the Royal Society of Canada
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1994 - 1999

1994

1994

1993 -

1990 - 1992

1988 - 1991

Wilbur Cross Medal of the Yale University Graduate School.

Listed in ISI’s database of Highly Cited Researchers; top 0.5% of most cited
chemists in the world.

Gunther Laukien Prize, Experimental NMR Conference.

Founders Medal from the International Society of Magnetic Resonance in
Biological Systems

Flavelle Medal from the Royal Society of Canada

Canada Research Chair, Tier 1

Premier's Research Excellence Award, Province of Ontario

Steacie Prize from the National Research Council of Canada
Medical Research Council of Canada Scientist Award (1999-2000)
University of Toronto McLean Award

Canada's Top 40 Under 40 Award

Member Editorial Board of Journal of Biomolecular NMR (- current)

International Research Scholar of the Howard Hughes Medical Institute (1997-
2002)

Member Editorial Advisory Board of Biochemistry (-current)

Merck Frosst Award

Alfred P. Sloan Research Fellow (1995-1997)

MRC (Medical Research Council of Canada) Scholarship

Editorial Board of Concepts in Magnetic Resonance (1994-1999)

Appointed to the Faculty of NMR Concepts, Rhode Island, USA (1994-1999)
Editorial Board of the Journal of Magnetic Resonance (-current)

MRC (Medical Research Council of Canada) Centennial Fellowship

Alberta Heritage Post-Doctoral Fellowship



1988 - 1989 MRC (Medical Research Council of Canada) Post-Doctoral Fellowship

1983 - 1987 NSERC (Natural Science and Engineering Council of Canada) 1967 Science and
Engineering Scholarship for Graduate Education

1983 - 1985  Sir James Lougheed Award of Distinction
1982 - 1983  Society of Chemical Industry Merit Award

1982 - 1983  Lieutenant Governor's Gold Medal - Highest Academic Achievement in
graduating class of the Faculty of Science (fix tabs)

1978 - 1979  Highest Honors Standing in Grade XII in the Edmonton Public School System

Outreach and Mentoring of High School Students and Undergraduates

Through the Canada Gairdner Foundation I have travelled extensively throughout Canada giving
science lectures to high school students and meeting with them to discuss why science is
something that they may wish to consider career-wise. The lectures describe simple concepts of
biophysics and how physics can inform on how biomolecules function. Independently I mentor a
series of high school students and undergraduates that I have met through these lectures, keeping
in touch electronically. I discuss careers in science with them and assist with selection of courses
that would best meet their needs and satisfy their interests. A sampling of cities where I have met
with high school students includes: Lethbridge, Edmonton, Calgary, Winnipeg, Montreal, St.
John’s, Toronto, Ottawa, Thunder Bay, Charlottetown, Halifax, Fredricton.

In the past 12 months I have been a speaker at:

(1) StAR (Student Advancement Research), which is a paid 6-week internship program for
Black, Indigenous, and Filipino students to get some lab experience.

(2) SSuRe (SickKids Summer Undergraduate Research), which is a paid 3-month internship
for students to gain research insights.

(3) Toronto local high schools

(4) Exploring by the Seat of your Pants, “Unlocking the Mysteries of Life with Dr. Lewis
Kay”
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2. D.C. Corson, T.C. Williams, Lewis E. Kay and B.D. Sykes. !H NMR Spectroscopic Studies
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Systems. J. Am. Chem. Soc. 108, 4242-4244 (1986). doi:10.1021/ja002742a076.

6. Lewis E. Kay, M. Pascone, B.D. Sykes and J.W. Shriver. 19F Nuclear Magnetic Resonance
as a Probe of Structural Transitions and Cooperative Interactions in Heavy Meromyosin. J. Biol.
Chem. 262, 1984-1988 (1987). doi:10.1016/S0021-9258(18)61608-4.

7. Lewis E. Kay and J.H. Prestegard. Methyl Group Dynamics from Relaxation of Double
Quantum Filtered NMR Signals: Application to Deoxycholate. J. Am. Chem. Soc. 109, 3829-3835
(1987). do1:10.1021/ja00247a002.

8. Lewis E. Kay, P.-J. Jones and J.H. Prestegard. Strong Coupling Effects in the Homonuclear
RELAY Experiment, with Applications to Leucine Spin Systems of Octanoyl-Acyl Carrier
Protein. J. Magn. Reson. 72,392-396 (1987). doi:10.1016/0022-2364(87)90307-6.

9. Lewis E. Kay, T.L. Jue, B. Bangerter and P.C. Demou. Sensitivity Enhancement of 13C T
Measurements Via Polarization Transfer. J. Magn. Reson. 73, 558-564 (1987). doi:10.1016/0022-
2364(87)90024-2.

10. Lewis E. Kay and R.E.D. McClung. A Product Operator Description of AB and ABX Spin
Systems. J. Magn. Reson. 77, 258-273 (1988). doi:10.1016/0022-2364(88)90177-1.

11. Lewis E. Kay, T.A. Holak and J.H. Prestegard. AX3 Spin System Dynamics from Forbidden
Cross Peak Intensities in Double Quantum Spectra, with Application to Acyl Carrier Protein. J.
Magn. Reson. 76, 30-40 (1988). doi:10.1016/0022-2364(88)90198-9.



12.  Lewis E. Kay and J.H. Prestegard. Spin-Lattice Relaxation Rates of Coupled Spins from 2D
Accordion Spectroscopy. J. Magn. Reson. 77, 599-605 (1988). doi:10.1016/0022-2364(88)90021-
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13.  Lewis E. Kay and J H. Prestegard. Simultaneous Measurement of !3C Multiplicities and 'H
and 13C Chemical Shifts. J. Magn. Reson. 78, 172-177 (1988). doi:10.1016/0022-2364(88)90170-
9.

14.  AF.Frederick, Lewis E. Kay and J.H. Prestegard. Location of Divalent Ion Sites in Acyl
Carrier Protein Using Relaxation Perturbed 2D NMR. FEBS Lett. 238, 43-48 (1988).
doi:10.1016/0014-5793(88)80222-9.

15. D.M. LeMaster, Lewis E. Kay, A.T. Briinger and J.H. Prestegard. Protein Dynamics and
Distance Determination by NOE Measurements. FEBS Lett. 236,71-76 (1988). doi:10.1016/0014-
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doi:10.1021/ja00186a066.

19. Lewis E. Kay, D. Marion and A. Bax. Practical Aspects of 3D Heteronuclear NMR of
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20. Lewis E. Kay and A. Bax. Separation of NH and NH, Resonances in 'H-Detected
Heteronuclear Multiple-Quantum Correlation Spectra. J. Magn. Reson. 84,598-603 (1989).
doi:10.1016/0022-2364(89)90125-X.

21. Lewis E. Kay, B. Brooks, S.W. Sparks, D.A. Torchia and A. Bax. Measurement of NH-
CaH Coupling Constants in Staphylococcal Nuclease by Two-Dimensional NMR and Comparison
with X-ray Crystallographic Results. J. Am. Chem. Soc. 111, 5488-5490 (1989).
doi:10.1021/ja00196a078.

22.  D.Marion, P.C. Driscoll, Lewis E. Kay, P.T. Wingfield, A. Bax, A.M. Gronenborn and
G .M. Clore. Overcoming the Overlap Problem in the Assignment of 'H NMR Spectra of Larger
Proteins by Use of Three-Dimensional Heteronuclear 'H-15N Hartmann-Hahn-Multiple Quantum

Coherence and Nuclear Overhauser-Multiple Quantum Coherence Spectroscopy: Application to
Interleukin 18. Biochemistry 28, 6150-6156 (1989). doi:10.1021/bi00441a004.



23. Lewis E. Kay, D.A. Torchia and A. Bax. Backbone Dynamics of Proteins as Studied by 15N
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26. A.Bax, M. Ikura, Lewis E. Kay, D.A. Torchia and R. Tschudin. Comparison of Different
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486. S.Nim, D.M. O’Hara, C. Corbi-Verge, A. Perez-Riba, K. Fujisawa, M. Kapadia, H. Chau,
F. Albanese, G. Pawar, M.L. De Snoo, S.G. Ngana, J. Kim, O.M.A. El-Agnaf, E. Rennella,
Lewis E. Kay, S.K. Kalia, L.V. Kalia and P. Kim. Disrupting the a-synuclein-ESCRT
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488. T.H. Kim, M.L. Nosella, N. Bolik-Coulon, R.W. Harkness, S.K. Huang and Lewis E. Kay.
Correlating Histone Acetylation with Nucleosome Core Particle Dynamics and Function. Proc.
Natl Acad Sci USA 120, €2301063120 (2023). Epub 3 Apr 2023. doi:10.1073/pnas.2301063120.

489. D. D. Sahtoe, E. A. Andrzejewska, H. L. Han, E. Rennella, M. M. Schneider, G. Meisl, H.
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TEACHING

Undergraduate coordinator of Molecular Biophysics BSc program offered through the Department
of Physics.

1) Chemistry 1455H, NMR Spectroscopy 1: Introduction to NMR: Theory and Application.
2) Chemistry 1456H, NMR Spectroscopy 2: Advanced Theory and Application.

3) MMG 1012Y Protein Structure and Function.

4) MMG 1014Y. Macromolecular Biology. Special Topics Course.

5) Biochemistry 2021.

6) BCH 2024H Biomolecular Dynamics and Function.

ORGANIZATION OF NATIONAL AND INTERNATIONAL MEETINGS
"Frontiers in Structural Biology Symposium" June 1993.
2) "NMR of Biomolecules" for the Canadian Society of ChemistryMay 1995.

3) Minisymposium on Biomolecular NMR, Canadian Society for Biochemistry and Molecular and
Cellular Biology. June 1996.

4) International Society of Magnetic Resonance in Biological Systems Conference, Toronto,
August 2002.
RESEARCH TRAINING

1) Ouwan Zhang, Graduate Student (PhD) in Chemistry with Dr. Julie Forman-Kay, June 1992 -
April 1997.

2) Neil Farrow, Post-Doctoral Associate, September 1992 - July 1997.

3) Steven Pascal, Post-Doctoral Associate, March 1993 - July 1996.

4) Toshio Yamazaki, Post-Doctoral Associate, April 1993 - April 1995.
5) Yves Aubin, Post-Doctoral Associate, September 1993 - October 1995.

6) Mike Rosen, Post-Doctoral Associate, October 1993 - January 1996.
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7) Ping Xu, Post-Doctoral Associate, January 1994 - September 1994.

8) Li-Lin Tay, Graduate Student (MSc) in Chemistry with Dr. Bill Reynolds. September 1994 -
November 1996.

9) N. Rao, Post-Doctoral Associate, April 1995 - October 1996.

10) D. Yang, Post-Doctoral Associate, May 1995 — May 2001.

11) Kevin Gardner, Post-Doctoral Associate, August 1995 - July 1998.

12) Pascale Legault, Post-Doctoral Associate, September 1995 - July 1998.
13) Sebastian Vincent, Post-Doctoral Associate, May 1996 - September 1997.
14) Catherine Zwahlen, Post-Doctoral Associate, May 1996 - December 1998.
15) Joel Tolman, Post-Doctoral Associate, December 1997 - September 1999.
16) Logan Donaldson, Post-Doctoral Associate, July 1998 - September 2000.
17) Geoff Mueller, Post-Doctoral Associate, September 1998 — May 2001.
18) James Choy, Post-Doctoral Associate, October 1998 — Nov 2005.

19) Nikolai Skrynnikov, Post-Doctoral Associate, January 1998 — Sept. 2002.
20) Frans Mulder, Post-Doctoral Associate, February 1998 — July 2001.

21) Johan Evenis, Post-Doctoral Associate, July 1999 — February 2001.

22) Tony Mittermaier, Graduate Student, September 1997 — Jan 2004.

23) Natalie Goto, Graduate Student, September 1997 - February 2001.

24) Peter Hwang, Graduate Student, September 1999 — Nov 2005.

25) Jason Ollerenshaw, Graduate Student, September 2000 — Sept 2005.

26) Vitali Tugarinov, Post-Doctoral Associate, December 2000 — July 2007.
27) Oscar Millet, Post-Doctoral Associate, September 2000 — April 2004.

28) Dimitry Korzhnev, Post-Doctoral Associate, September 2001-Sept 2010.

29) Irina Bezsonova, Graduate Student, September 2001-Sept. 2008
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30) Karen Kloibler, Post-Doctoral Associate, September 2001-Jan 2004.
31) Pramodh Vallurupalli, Post-Doctoral Associate, Oct 2002-June 2009.
32) Remco Sprangers, Post-Doctoral Associate, April 2003-March 2008.
33) Algirdas Velyvis, Post-Doctoral Associate, April 2003-2009.

34) Philipp Neudecker, Post-Doctoral Associate, April 2004-Oct. 2010.

35) Jason Malthrop, Graduate Student, Sept. 2004-February 2008.

36) Flemming Hansen, Post-Doctoral Associate, Sept 2005-Sept 2010.

37) Patrik Lundstrom, Post-Doctoral Associate, Oct 2005-February 2009.
38) Eugene V. Tischenko, Post-Doctoral Associate, Oct 2005-August 2009.
39) Tomasz Religa, Post-Doctoral Associate, August 2008-October 2011.
40) Andy Baldwin, Post-Doctoral Associate, May 2008-July 2012.

41) Amy Ruschak, Post-Doctoral Associate, June 2008-April 2012.

42) Michael Latham, Post-Doctoral Associate, July 2008-Nov 2014.

43) Hugo van Ingen, Post-Doctoral Associate, August 2008-Dec 2010.

44) Guillaume Bouvignies, Post-Doctoral Associate, August 2008-November 2013.
45) Julia Barette, Graduate Student, January 2009, August 2011.

46) Alex Hansen, Post-doctoral Fellow, January 2009-February 2014.

47) Rina Rosenzweig, Post-Doctoral Associate, September 2010-June 2016.
48) Lichi Shi, Post-Doctoral Associate, Jan 2011-Sept 2014.

49) Julianne Kitevski, Post-Doctoral Associate, July 2013-June 2017.

50) Ashok Sekhar, Post-Doctoral Associate, July 2011-August 2017.

51) Rafal Augustyniak, Post-Doctoral Associate, May 2012-June 2018.

52) Dong Long, Post-Doctoral Associate, Oct 2012-May 2015.
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53) Anne Schuetz, Post-Doctoral Associate, August 2013-May 2017.

54) Enrico Rennella, Post-Doctoral Associate / Senior Research Associate, June 2014-Present.
55) Rui Hwang, Post-Doctoral Associate, Sept 2014-May 2020.

56) Rob Culik, Post-Doctoral Associate, Sept 2014-August 2017.

57) Siavash Vahidi, Post-Doctoral Associate, Sept 2015-May 2020.

58) Zev Ripstein, Graduate Student, Sept 2015-Oct 2020

59) Tairan Yuwen, Post-Doctoral Associate, Nov 2015-Nov 2019

60) Jacob Brady, Post-Doctoral Associate, Nov 2015-Nov 2019.

61) Tae Hun Kim, Post-Doctoral Associate, Dec 2016-Dec 2022.

62) Gili Abramov, Post-Doctoral Associate, Jan 2018-Feb 2022.

63) Rob Harkness, Post-Doctoral Associate, July 2018-March 2024.

64) Alex Conicella, Post-Doctoral Associate, July 2018-Feb 2021.

65) Leo Wong, Post-Doctoral Associate, November 2018-July 2020.

66) T. Reid Alderson, Post-Doctoral Associate, February 2019-Feb 2022.
67) Yuki Toyama, Post-Doctoral Associate, April 2019-Sept 2022.

68) Zev Ripstein, Post-Doctoral Associate, Oct 2020-Aug 2021.

69) Alex Server, Graduate Student, Sept 2020-Present.

70) Rashik Ahmed, Post-Doctoral Associate, Nov. 1,2021-Present.

71) Atul Kaushik Rangadurai, Post-Doctoral Associate, Nov. 1, 2021-Aug 2024
72) Nicolas BolikCoulon, Post-Doctoral Associate, Dec. 1, 2021-Present.
73) Jeff Paul Bonin, Post-Doctoral Associate, July 1, 2022-Present.

74) Philipp Roessler, Post-Doctoral Associate, Jan 1,2023 — Present.

75) Aidan Estelle, Post-Doctoral Associate, April 15, 2023-Present.
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Current statistics show that only about 10% of trainees go on to independent research careers —
yet 40 of 57 trainees who have left the Kay laboratory are on faculty at major research-intensive
universities, an additional 5 are scientists in government laboratories and 6 are in industry. My
trainees are now professors at University of Toronto, Université de Montréal, McGill University,
University of Ottawa, York University, Guelph University, University of Manitoba, and other
academic centers, group leaders at Health Canada and industrial sites. Other trainees have
established careers at universities throughout the U.S., Europe, Israel and Asia at sites as diverse
as Singapore, Dallas, New York, London and Hyderabad. Included in this list are a very
significant number of women.

Listed below are former trainees that are now on faculty across the world: Steven Pascal,
Professor, Massey University, New Zealand; Toshio Yamazaki, Professor, Osaka University,
Japan; Mike Rosen, Professor, Southwestern Medical Center and Howard Hughes Investigator,
USA; Daiwen Yang, Professor, National University of Singapore, Singapore; Kevin Gardner,
Professor, Southwestern Medical Center, USA; Pascale Legault, Professor, University of
Montreal, Canada; Joel Tolman, Professor, Johns Hopkins University, USA; Logan Donaldson,
Professor, York University, Canada; James Choy, Professor, University of Western Ontario,
Canada; Nikolai Skrynnikov, Professor, Purdue University, USA; Frans Mulder, Professor,
University of Groningen, Netherlands; Tony Mittermaier, Professor, McGill University, Canada;
Natalie Goto, Professor, University of Ottawa, Canada; Oscar Millet, Professor, University of
Bilbao, Spain; Voula Kanelis, Professor, University of Toronto, Canada; Remco Sprangers,
Group Leader, Max Planck, Tuebingen, Germany; Patrik Lundstrum, Professor, Linkdping
University, Sweden; Vitali Turgarinov, Professor, University of Maryland, USA; Flemming
Hansen, Professor, Imperial College, London, UK; Dmitry Korzhnev, Professor, University of
Connecticut; Tomasz Religa, Professor, Case Western Reserve, Cleveland, USA; Amy Ruschak,
Professor, Case Western Reserve, Cleveland, USA; Philipp Neudecker, Professor. Julich
Institutes; Pramodh Vallurupalli, Professor, Hyderabad, India; Andy Baldwin, Professor Oxford,
Alex Hansen, Research Professor Ohio State, USA; Guillaume Bouvignies, Assistant Professor,
CNRS Grenoble France; Irina Bezsonova, Professor, University of Connecticut; Don Long,
Professor, University of Science and Technology, China; Michael Latham, Professor, Texas Tech
University; Peter Hwang, Professor, University of Alberta; Rina Rosenzweig, Professor
Weizmann Institute, Israel; Ashok Sekhar, Professor, Indian Institute of Science, Bengaluru,
India; Rafael Augustyniak, Assistant Professor, University of Warsaw, Poland; Anne Schuetz,
Professor, University of Munich, Germany; Tairan Yuwen, Assistant Professor, Peking
University, China; Rui Hwang, Assistant Professor, University of Guelph, Canada; Siavash
Vahidi, Assistant Professor, University of Guelph; Leo Wong, Shenzhen Institute of Advanced
Technology (SIAT) in Shenzhen, China; Zev Ripstein, Assistant Professor, University of
Manitoba, Canada. Reid Alderson, Assistant Professor, University of Graz, Austria. Tae Hun
Kim, Assistant Professor, Case Western Reserve University, Canada. Robert Harkness, Assistant
Professor, University of Guelph, Canada. Several trainees have pursued industry related careers:
Yves Aubin, Merck Frosst, Canada; Neil Farrow, Berringer-Manheim, USA; Sebastian Vincent,
Nestle, Switzerland; Johan Evenas, Astra Zeneca, Sweden as well as independent positions in
government laboratories: Ping Xu, NRC, Canada; Geoff Mueller, National Cancer Institute,
North Carolina, USA. Eugene Tishchenko, JEOL, USA.
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RESEARCH INTERESTS

Research focuses on the development of NMR techniques for studying macromolecular structure
and dynamics and the application of NMR techniques to problems of biological and clinical
importance. In particular the research is divided into the following areas:

1) Methodological Developments. Research is focused on developing PN, 13C, 2H multi-
dimensional NMR spectroscopy and gradient enhanced spectroscopy to increase the molecular
weight limitations currently imposed on protein structure determination using conventional
techniques. A second area relates to the development of 15N and 13C relaxation techniques for the
study of protein dynamics in solution.

2)  Dynamics Studies of Supra-molecular Complexes. In particular, we are studying the
proteasome as well as protein machines involved in disaggregation and the nucleosome. The work
builds on our methodological developments that facilitate studies of protein complexes in the MDa
molecular weight range.

3) Protein Dynamics. Methods are developed and applied to study backbone and sidechain
protein dynamics and how dynamic properties change upon ligand binding or folding.
Relationships between dynamics and thermodynamics are being developed and applied to binding
and folding events.

4) Protein Folding. Methods are developed and applied to study protein folding and misfolding,
residual structure in unfolded and partially folded states and dynamic properties of these
molecules.

S) Studies of Excited State Protein Conformers. We are developing the framework to study

sparsely populated, transiently formed conformations of proteins that are implicated in function
and in disease. The methodology is applied to a wide spectrum of protein systems.
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